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7 0 Ser Arg Val Ser Lys Asn lie Asn Phe Asp Ser Arg Tvr Pro Thr Leu 
7 L 1 3 5 14 0 1 4 5 

7 J gaa ted ddd gcg gga gta aaa tea aga agt cag gtc caa ctg gga att 7 16 
7 4 Glu Ser Lys A L a Gly Val Lys Ser Arg Ser Gin Val Gin Leu Gly He 

150 155 160 

77 caa at a etc gac agt aat att gga aag att tct gga gtg atg tea ttc 76 4 
7 8 Gin He Leu Asp Ser Asn He Gly Lys He Ser Gly Val Met Ser Phe 
7 > -1£5 170 175 180 

6 1 act gag aaa acc gaa gec gaa tt:c eta ttg gta gee ata caa atg gta B12 
H2 Thr Glu Lys Thr Glu Ala Glu Phe Leu Leu Val Ala lie Gin Met Val 
m 185 190 195 

85 tea gag gca gca aga ttc aag tac ata gag aat cag gtg aaa act aat 860 
Hh Ser Glu Ala A^a Arg Phe Lys Tyr He Glu Asn Gin Val Lys Thr Asn 
H 7 200 205 210 

H<j ttt aac aga gca ttc aac cct aat ccc aaa gta ctt aat ttg caa gag 908 
<^0 Phe Asn Arg Ala Phe Asn Pro Asn Pro Lys Val Leu Asn Leu Gin Glu 
tj - 2 15 220 225 

9_< aca tgg ggt aag att tea aca gca att cat gat gec aag aat gga gtt 956 
94 Thr Trp G Ly Lys He Ser Thr Ala He His Asp Ala Lys Asn Gly Val 
230 235 240 

97 tta ccc aaa cct etc gag eta gtg gat gec agt ggt gec aag tgg ata 1004 

98 Leu Pro Lys Pro Leu Glu Leu Val Asp Ala Ser Gly Ala Lys Trp lie 
9* 245 250 255 260 

101 gtg ttg aga gtg gat gaa ate aag cct gat gta gca etc tta aac tac 1052 

102 Val Leu Arg Val Asp Glu He Lys Pro Asp Val Ala Leu Leu Asn Tyr 

103 265 270 275 

105 gtt ggt ggg age tgt cag aca act tat aac caa aat gec atg ttt cct 1100 

106 Val Gly Gly Ser Cys Gin Thr Thr Tyr Asn Gin Asn Ala Met Phe Pro 

107 280 285 290 

109 caa ctt ata atg tct act tat tat aat tac atg gtt aat ctt ggt gat 1148 

110 Gin Leu He Met Ser Thr Tyr Tyr Asn Tyr Met Val Asn Leu Gly Asp 
HI 295 300 305 

113 eta ttt gaa gga ttc tgatcataaa cataataagg agtatatata tattactcca 1203 

114 Leu Phe Glu Gly Phe 

115 310 

117 aetatattat aaagcttaaa taagaggccg tgttaattag tacttgttgc ettttgettt 1263 
119 atggtgttgt ttattatgee ttgtatgctt gtaatattat ctagagaaca agatgtactg 1323 
121 tgtaatagtc ttgtttgaaa taaaacttcc aattatgatg caaaaaaaaa aaaaaa 1379 

124 <210> SEQ ID NO: 2 

125 <211> LENGTH: 313 

126 <212> TYPE: PRT 

127 <213> ORGANISM: Phytolacca americana 

129 <4 00> SEQUENCE: 2 

130 Met Lys Ser Met Leu Val Val Thr He Ser lie Trp Leu He Leu Ala 
13L 15 10 15 

133 Pro Thr Ser Thr Trp Ala Val Asn Thr He He Tyr Asn Val Gly Ser 

134 20 25 30 

136 Thr Thr He Ser Lys Tyr Ala Thr Phe Leu Asn Asp Leu Arg Asn Glu 

137 35 40 45 
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